To provide scientific data of the internal transcribed spacer (ITS) and trnL-F sequences for the authentication of Pulsatilla chinesis(Bge.) Regel., we extracted the genome DNA from the leaves of Pulsatilla chinesis(Bge.) Regel., collected in Jilin Province, amplified the ITS and trnL-F region using ITS universal and trnL-F primers of angiosperm, and sequenced the purified PCR products directly. The obtained sequences were edited by Genetyx and reported here.
Introduction
Chinese Anemone, the dried herb of Pulsatilla chinesis(Bge.) Regel. (Ranunculaceae) , has the functions of detoxicating, removing heat from the blood and relieving diarrhea. It has been prescribed in every edition of Chinese Pharmacopoeia [1] .Although only Pulsatilla chinesis(Bge.)Regel. is precribed in Chinese Pharmacopoeia, due to the historical reasons, there are still many area in China use different species of Pulsatilla such as Pulsatilla koreana Nakai., Pulsatilla.dahurica (Fisch.) Spr., (distributed in northeast of China); Pulsatilla turiczaninovii Krylov et Serg., Pulsatilla ambigua Turez ex Pritz. (distributed in Inner Mongolia, Xinjiang of China) as Chinese Anemone [2] .These lead to mistakes in collecting and application, and affect the therapeutic effect of Chinese Anemone. So authentication of Pulsatilla chinesis(Bge.) Regel. from the others is necessary for correct use of this drug. Although methods based on traditional appearance, microscopy and thin-layer chromatography have been established and even improved, but due to the similar morphology and chemical composition, it is very hard to authenticate Chinese Anemone from the others used as it by them. Recently, as a result of progresses in molecular biology, molecular authentication has become a new and very reliable method. An accurate method of molecular authentication is generally established based on the data of DNA sequences, such as ITS and chloroplast genes like trnL-F, so sequencing of these regions of Pulsatilla chinesis(Bge.) Regel. and the other plants that are used as Chinese Anemone becomes the most foundamental step. In this study, we sequenced the ITS and trnL-F region of Pulsatilla chinesis (Bge.) Regel. The obtained sequences were edited and reported here.
Materials and Methods

Materials
Pulsatilla chinesis (Bge.) Regel.. was collected in Jilin Province, China. The sample was authenticated by Professor Wenchang Guo of Jilin University ( Table 1 ). The leaves dried by silica gel were used for DNA extraction.
DNA Extraction
0.3 g leaf was taken from every sample, and put into a culture dish. The leaves were cleaned with cotton swabs to wipe out the impurities with 70% of alcohol. The dried leaves were then grinded to powders in liquid nitrogen and used to extract genome DNA using Plant DNA Isolation Reagent (Takara Biotechnology (Dalian) Co., Ltd., Dalian, China) following the manufacturer's manual. The extracted genome DNA was dissolved in adequate volume of ultrapure water. The quality of the DNA was checked by 1% agarose gel electrophoresis with 5μL of each solution.
Primer Design
The universal primers of ITS [3] and trnL-F [4] were selected and synthesized by Takara Biotechnology (Dalian) Co., Ltd., (Dalian China). The sequences are as follows: 
Sequence Analysis
Genetyx-SV/RC version 11.0 (Software Development Co., Ltd., Tokyo, Japan) were used for editing of the sequences.
Results
The information of the purchased plants is shown in Table 1 . Three individuals of each sample were used for sequence analysis. Pulsatilla chinesis(Bge.) Regel. distributed in wide area of China, there should be differences among the samples collected in different area, so this study is just a beginning. For authenticating Pulsatilla chinesis(Bge.) Regel. more precisely, enlargement of sample from various area and accumulation of these data should be necessary in the future.
